Scoring Matrix

ANDCQEGMPTWY
5-4-4-4-4-4-4-4-4-4 11
4 5-4-4-4-3-41-31-4-3
4-4 5 1-31-4-3-4-4-3-4
44 1 5-4 1-4-4-4-4-4-4

4 -4-3-45-41-31-4-3-4
4-311-45-4-4-3-4-4-3

4 1 -4 -4 -4
4 1-3-4-3-4-45-41-3-4
4 -3-4-41-3 1-45-4-4-3
4 1-4-4-4-4-4 1-4 5-4-4
1-4-3-4-3-4-4-3-4-4 5 1

<s-Hvzoempooz>»
A
A
IS
IS
-
IS
(93]

1-3-4-4-4-3-4-4-3-4 1

For each nucleotide A, T, G, C, there are three structural possibilities: unpaired (‘.’), paired with
another nucleotide downstream (‘<’), and paired with another nucleotide upstream (“>’)

Nucleotide | Unpaired | Paired downstream | Paired upstream
A A W Y
T T M N
G G D E
C C Q P




